
itAW SEQUENCE LISTING 

Latent application: 

4 



US/10/019, 455A 



DATE: 06/04/2002 
TIME: 16:16:43 



3, 
4 
5 
6 
7 
8 
10 
12 
14 
15 
17 
19 
21 
22 
23 
24 
26 
27 
29 
30 
33 
34 
35 
36 
38 
39 
41 
42 
45 
46 
47 
48 
50 
51 
52 
54 
55 
57 
58 
"60" 
61 
63 
64 



Input Set : A:\56804342.app 
Output Set: N:\CRF3\06042002\J019455A.raw 

<110> APPLICANT: ITOH, YASUAKI 
NISHI, KAZUNORI 
OGI, KAZUHIRO 
OHKUBO, SHOICHI 
MOGI, SHINICHI 
NOGUCHI, YUKO 

<120> TITLE OF INVENTION: NOVEL PEPTIDE AND DNA THEREOF 

<130> FILE REFERENCE: 56804-46342 

<140> CURRENT APPLICATION NUMBER: 10/019, 455A 

<141> CURRENT FILING DATE: 2002-04-22 

<160> NUMBER OF SEQ ID NOS : 53 

<170> SOFTWARE: Patentln Ver. 2.1 

<210> SEQ ID NO: 1 

<211> LENGTH: 26 

<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION description of Artificial Sequence: Primer 
<400> SEQUENCE: 1 ^ 

cgcagaagaa gtcaatatcc gtggtg 26 
<210> SEQ ID NO: 2 
<211> LENGTH: 26 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence: Primer 
<400> SEQUENCE: 2 
cagcgtgtgt accaggaagc taccaa 
<210> SEQ ID NO: 3 
<211> LENGTH: 131 
<212> TYPE: PRT 

Homo sapiens 
3 

Met Ala Arg Ser Leu Val Cys Leu Gly Val lie lie Leu Leu Ser Ala 

15 10 15 

Phe Ser Gly Pro Gly Val Arg Gly Gly Pro Met Pro Lys Leu Ala Asp 

20 25 30 

Arg Lys Leu Cys Ala Asp Gin Glu Cys Ser His Pro lie Ser Met Ala 

35 40 45 

Val - Ala7~Leu~ Gin ~Asp~Tyr"Met "Ala ~Pro — Asp~Cys Arg- Phe~ Leu-Thr- rie 

50 55 60 

His Arg Gly Gin Val Val Tyr Val Phe Ser Lys Leu Lys Gly Arg Gly 
65 ^ 70 75 80 



ENTERED 



26 



<213> ORGANISM: 
<400> SEQUENCE: 
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Arg 


Leu 


Phe Trp Gly 


Gly Ser Val 
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Gly 


Asp 


Tyr 


Tyr 


Gly 


Asp 


Leu 
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Ala 


Ala 


Arg Leu Gly 


Tyr Phe Pro 


Ser 


Ser 


He 


Val 


Arg 


Glu 


Asp 


Gin 


70 






100 




105 










110 






72 


Thr 


Leu 


Lys Pro Gly 


Lys Val Asp 


Val 


Lys 


Thr 


Asp 


Lys 


Trp 


Asp 


Phe 


73 






115 


120 










125 








75 


Tyr 


Cys 


Gin 





















76 130 

79 <210> SEQ ID NO: 4 

80 <211> LENGTH: 384 

81 <212> TYPE: DNA 

82 <213> ORGANISM: Homo sapiens 

84 <220> FEATURE: 

85 <221> NAME/KEY: CDS 

86 <222> LOCATION: (1)..(384) 

88 <400> SEQUENCE: 4 

89 atg gca aga ata ttg tta ctt ttc etc ccg ggt ctt gtg get gta tgt 48 

90 Met Ala Arg He Leu Leu Leu Phe Leu Pro Gly Leu Val Ala Val Cys 

91 1 5 10 15 

93 get gtg cat gga ata ttt atg gac cgt eta get tec aag aag etc tgt 96 

94 Ala Val His Gly He Phe Met Asp Arg Leu Ala Ser Lys Lys Leu Cys 

95 20 25 30 

97 gca gat gat gag tgt gtc tat act att tct ctg get agt get caa gaa 144 

98 Ala Asp Asp Glu Cys Val Tyr Thr He Ser Leu Ala Ser Ala Gin Glu 
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gat 


tat 


aat 


gee 


ccg 


gac 


tgt 


aga 


ttc 


att 


aac 


gtt 


aaa 


aaa ggg 


cag 


192 
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Asp 


Tyr 


Asn 


Ala 


Pro 


Asp 


Cys 


Arg 


Phe 


He 


Asn 


Val 


Lys 


Lys Gly 


Gin 
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50 










55 
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105 


cag 


ate 


tat 


gtg 


tac 


tea 


aag 


ctg 


gta 


aaa 


gaa 


aat 


gga 


get gga 


gaa 


240 


106 


Gin 


He 


Tyr 


Val 


Tyr 


Ser 


Lys 


Leu 


Val 


Lys 


Glu 


Asn 


Gly 


Ala Gly 


Glu 




107 


65 










70 










75 








80 




109 


ttt 


tgg 


get 


ggc 


agt 


gtt 


tat 


ggt 


gat 


ggc 


cag 


gac 


gag 


atg gga 


gtc 


288 


110 


Phe 


Trp 


Ala 


Gly 


Ser 


Val 


Tyr Gly 


Asp 


Gly 


Gin 


Asp 


Glu 


Met Gly 


Val 




111 










85 










90 








95 






113 


gtg 


ggt 


tat 


ttc 


ccc 


agg 


aac 


ttg 


gtc 


aag 


gaa 


cag 


cgt 


gtg tac 


cag 


336 


114 


Val 


Gly 


Tyr 


Phe 


Pro 


Arg 


Asn 


Leu 


Val 


Lys 


Glu 


Gin 


Arg 


Val Tyr 


Gin 




115 








100 










105 










110 






117 


gaa 


get 


acc 


aag 


gaa 


gtt 


ccc 


acc 


acg 


gat 


att 


gac 


ttc 


ttc tgc 


gag 


384 


118 


Glu 


Ala 


Thr 


Lys 


Glu 


Val 


Pro 


Thr 


Thr 


Asp 


He 


Asp 


Phe 


Phe Cys 


Glu 




119 






115 










120 










125 









122 <210> SEQ ID NO: 5 

123 <211> LENGTH: 18 

124 <212> TYPE: PRT 

125 <213> ORGANISM: Homo sapiens 

127 <400> SEQUENCE: 5 

128 Met Ala Arg He Leu Leu Leu Phe Leu Pro Gly Leu Val Ala Val Cys 

129 15 10 15 
131 Ala Val 

13_4_ _<210>_SEQ_ID-NO-:- 6 — — — 
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135 <211> LENGTH: 128 

136 <212> TYPE: PRT 

137 <213> ORGANISM: Homo sapiens 
139 <400> SEQUENCE: 6 



1 A 0 




A .La 


Arg 


lie 


T DM 


Lcll LicU file 




ri \J 


uiy 


T oi i 
licU 


val 


ri J. a. 


vai 


141 


1 








5 






10 










15 


143 


Ala 


Val 


His 


Gly 


He 


Phe Met Asp 


Arg 


Leu 


Ala 


Ser 


Lys 


Lys 


Leu Cys 


144 








20 






25 










30 




146 


Ala 


Asp 


Asp 


Glu 


Cys 


Val Tyr Thr 


He 


Ser 


Leu 


Ala 


Ser 


Ala 


Gin Glu 


147 






35 






40 










45 






149 


Asp 


Tyr 


Asn 


Ala 


Pro 


Asp Cys Arg 


Phe 


He 


Asn 


Val 


Lys 


Lys 


Gly Gin 


150 




50 








55 
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152 


Gin 


He 


Tyr 


Val 


Tyr 


Ser Lys Leu 


Val 


Lys 


Glu 


Asn 


Gly 


Ala 


Gly Glu 


153 


65 
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155 


Phe 


Trp 


Ala 


Gly 


Ser 


Val Tyr Gly 


Asp 


Gly 


Gin 


Asp 


Glu 


Met 


Gly Val 
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85 






90 










95 


158 


Val 


Gly 


Tyr 


Phe 


Pro 


Arg Asn Leu 


Val 


Lys 


Glu 


Gin 


Arg 


Val 


Tyr Gin 


159 
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105 










110 
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Glu 


Ala 


Thr 


Lys 


Glu 


Val Pro Thr 


Thr 


Asp 


He 


Asp 


Phe 


Phe 


Cys Glu 
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165 <210> SEQ ID NO: 7 

166 <211> LENGTH: 24 

167 <212> TYPE: DNA 

168 <213> ORGANISM: Artificial Sequence 

170 <220> FEATURE: 

171 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

173 <400> SEQUENCE: 7 

174 cacacagcac gtagtcgcag ttgg 24 

177 <210> SEQ ID NO: 8 

178 <211> LENGTH: 24 

179 <212> TYPE: DNA 

180 <213> ORGANISM: Artificial Sequence 

182 <220> FEATURE: 

183 <223> OTHER INFORMATION: Description of Artificial Sequence: Primer 

185 <400> SEQUENCE: 8 

186 aacttggtga aggagcagcg tgta 24 

189 <210> SEQ ID NO: 9 

190 <211> LENGTH: 130 

191 <212> TYPE: PRT 



192 


<213> ORGANISM: 


MUS 


sp. 














194 


<400> SEQUENCE: 


9 
















195 


Met Val Trp Ser 


Pro 


Val 


Leu 


Leu Gly He 


Val 


Val 


Leu 


Ser Val Phe 


196 


1 


5 






10 








15 


198 


Ser Gly Pro Ser 


Arg 


Ala 


Asp 


Arg Ala Met 


Pro Lys 


Leu Ala Asp Trp 


199 


20 








25 








30 


201 


Lys Leu Cys Ala 


Asp 


Glu 


Glu 


Cys Ser His 


Pro 


He 


Ser 


Met Ala Val 


202 


35 








40 






45 




204 


Ala Leu Gin Asp 


Tyr 


Val 


Ala 


Pro Asp Cys 


Arg 


Phe 


Leu 


Thr He Tyr 


2.0 5_ 


50 






55- 






- 60- 
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207 


Arg Gly Gin Val Val 


Tyr Val 


Phe 


Ser 


Lys 


Leu 
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Gly 


Arg 


Gly 


Arg 
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70 
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210 


Tjpu Phe Tro Glv Glv 
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Val 


Gin 
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Gly , Tyr 


Tyr 


Gly 
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Leu 


Ala 




91 1 

X X X 


85 
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213 
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Ser 


He 
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Met 
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Thr Asp 
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IT 
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130 

X J W 


























223 


<210> SEO ID NO: 10 


























994 

Z» X *i 


<*911> T.TCNGTH • 384 


























995 


<*91 9*> TYPE* DNA 


























226 


<213> ORGANISM* MUS 


sp. 
























99ft 
x x o 


<'920'> FEATURE* 


























99Q 

X X 27 


<r991> NAME/KEY • CDS 


























2^0 


<9 9 2> LOCATION* (1^ 


.(384) 






















232 


<:400> 9E0TTENCE • 10 


























9"^ 
4 j ~j 


arcr rrpa aoCT a1"a 1~t~CT 


QLU 


ctt 


ttcr 


ctt 


ggg 


ggc 


ctt 


QtQ 


gtt 


eta 


tgt 


48 


9^4 


M<sr Ala Atct Tip TjPU 
I'ici x ci "X y xxc ucu 


T1 

X X c 


Leu 


Leu 


Leu 


Gly Gly 


Leu 


Val 


Val 


Leu 


Cys 




9^5 

O J 


1 5 

X — ' 










10 










15 






9^7 
z o / 


frpp rrrm pat - fTCTl - crra 
yut yyy ^gll- y y i- y i»o 


ttt 


atg 


gat 


aaa 


ctt 


tct 


tct 


aaa 


aaa 


ttg 


tgt 

ZJ 


96 


238 


Ala Glv His Glv Val 


Phe 


Met 


Asd 


Lvs 

2 


Leu 


Ser 


Ser 


Lys 


Lys 


Leu 


Cys 




919 

X J _7 


20 








25 










30 








941 


rrnrr crat - cracr craa tdt 
y ^y y ci l. y^*y y a y y 


gtc 


tat 


act 


att 


tct 


ctg 


aca 


aaa 


aca 


cag 


qaa 

ZJ 


144 


949 


Ala Aqd Glu Glu Cvs 


Val 


Tyr 


Thr 


He 


Ser 


Leu 


Ala 


Arq 


Ala 


Gin 


Glu 




94 ^ 


35 






40 










45 










9 A 5 
Z 4 3 


rra+" fan aaf ctr*C* nna 
y d L Ldu del L. y^o v^L»a. 


gac 


tgt 


agg 


ttc 


ate 


gat 


gtc 


aag 


aaa 


aaa 

j z) 


caa 


192 


Z *x U 


sen Tvr A^n Ala Pro 

nop X jr X noil "J-d t xw 


Asp 


Cys 


Arg 


Phe 


lie 


Asp 


Val 


Lys 


Lys 


Gly 


Gin 




9A7 
Z 4 / 


50 




55 
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9AQ 

Z *± _7 


parr aTP t* a t" CTft" T3P 


tec 


aag 


ctg 


gta 


aca 


gaa 


aac 


aaa 


act 


qaa 


gag 


240 


950 


Hi n T1p» Tvr Val Tvr 

VJ X 11 X XC- X jf x vux X 


Ser 


Lys 


Leu 


Val 


Thr 


Glu 


Asn 


Gly 


Ala 


Gly 


Glu 




951 
x j j. 


65 


70 










75 










80 
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z j j 


ttt f crcr trr'T crcTC aat 
^-yy y »— y y v uy i» 


gtt 


tat 


ggt 


gac 


cac 


cag 


aat 


aaa 


ata 


qga 


att 


288 


254 


php Tro Ala Glv Ser 


Val 


Tyr Gly 


Asp 


His 


Gin 


ASP 


Glu 


Met 


Gly 


He 




955 

Z J J 


85 










90 










95 






257 


gta ggt tat ttc ccc 


age 


aac 


ttg 


gtg 


aag 


gag 


cag 


cgt 


gta 


tac 


cag 


336 


258 


Val Gly Tyr Phe Pro 


Ser 


Asn 


Leu 


Val 


Lys 


Glu 


Gin 


Arg 


Val 


Tyr 


Gin 




259 


100 








105 










110 








261 


gag gec acc aag gag 


ate 


cca 


acc 


acg 


gat 


att 


gac 


ttc 


ttc 


tgt 


gaa 


384 


262 


Glu Ala Thr Lys Glu 


He 


Pro 


Thr 


Thr 


Asp 


He 


Asp 


Phe 


Phe 


Cys 


Glu 




263 


115 






120 










125 










266 


<210> SEQ ID NO: 11 


























267 


<211> LENGTH: 18 


























268 


<212> TYPE: PRT 


























269 


<213> ORGANISM: Mus 


sp. 
























271 


<400> SEQUENCE: 11 


























272 


Met Ala Arg lie Leu 


He 


Leu 


Leu 


Leu 


Gly Gly 


Leu 


Val 


Val 


Leu 


Cys 





273 — -1 5 10 15 



file://C:\Crf3\OutholcKVsrJ019455A.htm 



6/4/02 



Page 5 of 7 



RAW SEQUENCE LISTING DATE: 06/04/2002 

PATENT APPLICATION: US/10/019, 455A TIME: 16:16:43 

Input Set : A:\56804342.app 

Output Set: N:\CRF3\06042002\J019455A.raw 



275 Ala Gly 

278 <210> SEQ ID NO 

279 <211> LENGTH: l: 

280 <212> TYPE: PRT 

281 <213> ORGANISM: 

283 <400> SEQUENCE : 

284 Met Ala Arg lie 

285 1 

287 Ala Gly His Gly 

288 20 

290 Ala Asp Glu Glu 

291 35 

293 Asp Tyr Asn Ala 

294 50 

296 Gin He Tyr Val 

297 65 

299 Phe Trp Ala Gly 
300 

302 Val Gly Tyr Phe 

303 100 

305 Glu Ala Thr Lys 

306 115 

309 <210> SEQ ID NO 

310 <211> LENGTH: 2 

311 <212> TYPE: DNA 

312 <213> ORGANISM: Artificial Sequence 

314 <220> FEATURE: 

315 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

316 oligonucleotide 

318 <400> SEQUENCE: 13 

319 accacagtcc atgccatcac 20 

322 <210> SEQ ID NO: 14 

323 <211> LENGTH: 20 

324 <212> TYPE: DNA 

325 <213> ORGANISM: Artificial Sequence 

327 <220> FEATURE: 

328 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

329 oligonucleotide 

331 <400> SEQUENCE: 14 

332 tccaccaccc tgttgctgta 20 

335 <210> SEQ ID NO: 15 

336 <211> LENGTH: 24 

337 <212> TYPE: DNA 

338 <213> ORGANISM: Artificial Sequence 

340 <220> FEATURE: 

341 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

342 oligonucleotide 
344 <400> SEQUENCE: 15 

345 ctaccgcgtg cgcccatcat- caga — — — _ — -24 



: 12 
28 

MUS sp. 
12 



Leu 


He 
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Gly 


Gly 
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Val 


Val 
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Met 
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Ser 


Ser 


Lys 


Lys 


Leu 


Cys 
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Val 


Tyr 


Thr 


He 


Ser 


Leu 


Ala 


Arg 


Ala 


Gin 


Glu 
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Asp 


Cys 


Arg 


Phe 


He 


Asp 


Val 


Lys 


Lys 


Gly 


Gin 
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Tyr 


Ser 


Lys 


Leu 


Val 


Thr 


Glu 


Asn 


Gly 


Ala 


Gly 


Glu 
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75 










80 


Ser 


Val 


Tyr 


Gly 


Asp 


His 


Gin 


Asp 


Glu 


Met 


Gly 


He 


85 










90 










95 




Pro 


Ser 


Asn 


Leu 


Val 


Lys 


Glu 


Gin 


Arg 


Val 


Tyr 


Gin 










105 










110 






Glu 


He 


Pro 


Thr 


Thr 


Asp 


He 


Asp 


Phe 


Phe 


Cys 


Glu 



120 125 



: 13 
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